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Update November 6, 2008

In Figure 1b, 1' and 3' in state 3 are reversed.

Corrected Table 1:
Primer Set Description Primer Used PCR Product Length
E State 0 337, 339 Short
F States 1 and 4 337, 1006 State 1: Short, State 4: Long
G States 2 and 3 339, APS1 State 2: Short, State 3: Long
H State 5 338, 339 Short

Corrected Figure 3 Inset Legend
E: State 0
F: State 1, 4
G: State 2, 3
H: State 5

Corrected Figure 3 Caption
.... Because of the possible arrangements of DNA, lanes F and G could result in either short or long 
PCR products, indicating states {1, 4} and {2, 3} respectively....

Further clarification:
See Notebook #5, P 208 (Dec 8, 2006), Notebook #6, p. 29 (Feb 20, 2007), p. 32 (Feb 23, 2007) (See 
End of document for images). Note that p.29 “length map” is for a particular construct, and not for the 
results of Figure 3, so it is only for relative lengths (short vs long) only.
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